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1 2
2 4
3 8
4 16
5 32
10 1024
20 1,048,576 (1.0EB)
30 1,073,741,824 (1.0E9)
37 137,438,953, 472 (1.3 E11)
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Real-time PCR Application
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Detecting known variants

Detecting any variation

l—_— Specific Probes _j High Resolution Melting Dye
|
Basic method: Advanced method: Whole Amplicon Melting
Endpoint Melting Curve (e.g., mutation scanning,
Genotyping Genotyping methylation analysis)

B A RAR A
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REINRZRW (e.g., mutation scanning, methylation analysis)
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Quantification and Mormalization
of IL8 and B2M Expression Levels
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Sample C, C RMA (ngl* RMA ing) of ILB RNA ingl® Ratio
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E. coll DHS0
Competent Cells

Cate
Lotx 881A
Exp, Oct, 2018
Store at -80C
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19-T Vector Cloning Kit

.

Cat= 6013
Lot# K3401AE
Exp. Feb. 2017
Store at -20C

-2-bio.com for product




E. coli DH5a
Competent Cells

100 pl x 10

Please see www.takara-bio.com for
product information/protocols

For Research Use Only

Made In China

TAKARA BIO INC
Nojlhigashl 7-4-38, Kusatsu, Shiga 525-0058, lapan

%) TakaRa

Cat# 9057
Lot# AH97881A
Exp. Oct. 2018
Store at -80C
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20 Rxns Cat# 601_3
Lot# K3401AE
Exp. Feb. 2017
Store at -20C
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